
Our missions
Allow the emergence of a national strategic 
vision 
◗ Establish an overview of current research forces by
 topics
◗ De� ne the important scienti� c challenges and 
contribute to the national research strategy 
◗ Support conceptual and technological evolutions
◗ Promote structuring and organizational actions
◗ Present the French research organization at the 
 International level.

Coordinate actions from the different 
research stakeholders
◗ Elaborate coordinated proposals for research
 programming: ANR, Europe...
◗ Coordinate the national development of NGS (Next
 Generation Sequencing) platforms, bioinformatic 
 analyses, storage and archiving of NGS data
◗ Foster transdisciplinary approaches between biology,  
 bioinformatics and statistics.

Contribute to the scientifi c community
animation
◗ Visits of research centers and strategic committees
◗ Organisation, animation and support of meetings  
 and thematic schools
◗ Inform society of scienti� c, medical and societal 
impacts of technological advances.

Main scientifi c and medical challenges

◗ Characterization of genome, transcriptome and  
 gene/epigene expression regulation within the
 di� erent species, by integrating the technologic
 revolution of NGS
◗ Comparison of the genome from di� erent species
 to understand, at the molecular level, the mechanisms  
 of evolution and biodiversity

ITMO Genetics, genomics 
and bioinformatics
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Metaphase of mouse chromosomes, with X chromosome in green
and repeated LINE sequences in red.
Jennifer Chow and Édith Heard, © Institut Curie, Paris

The Institute covers genetics and genomics of living organisms 
from viruses, microorganisms, and plants, animals, up to humans. 
Scientific projects are focused on organization, evolution, genome 
variability, gene expression regulation, population genetics as 
well as genetic and epigenetic determinism of diseases and 
treatments of genetic diseases.

◗ Characterize the genetic variability of human
 exome and genome/ epigenome, the mechanisms 
 involved in this variability, and the biological and  
 medical impacts of this variability on the phenotypes
◗ Develop new approaches to study genetic
 diseases integrating exome and genome/epigenome
 analysis, bioinformatics, statistics and biological
 analysis in simple short-lived organisms
◗ Characterize interactions between genes and
 environment and the correlations between
 genotypes and phenotypes
◗ Develop genomic medicine: optimization of the
 diagnosis, prevention and treatment of human
 diseases, according to individual genetic variations
◗ Develop various therapeutic strategies of genetic
 diseases, based on gene transfer, cellular therapy,
 drug repositioning and therapies targeting
 pathophysiological mechanisms.



Experts committee

◗    Laurent ABEL (Inserm, Paris)

◗  Christophe BEROUD (Inserm, Marseille)

◗  Jamel CHELLY (Université, Illkirch)

◗  Mark COCK (CNRS, Roscoff)

◗  Jean-François DELEUZE (CEA, Évry)

◗  Bernard DE MASSY (CNRS, Montpellier)

◗  Emmanuelle GENIN (Inserm, Brest)

◗  Philippe GLASER (Institut Pasteur, Paris)

◗  Édith HEARD (CNRS, Paris)

◗  Cécile JULIER (Inserm, Paris)

◗  Claudine MÉDIGUE (CNRS, Évry)

◗  Hadi QUESNEVILLE (INRA, Versailles)

◗  Lluis QUINTANA-MURCI (Institut Pasteur, Paris)

◗  Hugues ROEST-CROLLIUS (CNRS, Paris)

◗  Élisabeth TOURNIER-LASSERVE (Inserm, Paris)

◗  Hélène TOUZET (CNRS, Lille)

◗  Chantal VAURY (CNRS, Clermont-Ferrand)

◗  Jonathan WEITZMAN (Université Paris Diderot)

◗  Michel WERNER (CEA, Paris)

www.aviesan.fr

The scientifi c
experts

ITMO Directors
Frédéric BOCCARD (CNRS)
Catherine NGUYEN (Inserm)

Scientifi c policy Offi cer
Christine LEMAITRE (Inserm)

Multi-scale rewiring of 3D chromatin architecture during mouse brain development. 
A. Highly spliced genes engage in chromatin contacts across long-range genomic distances.  B. The interaction 
strength between pairs of gene promoters is correlated with their expression levels.  C. Dynamic changes in 
morphology, global 3D genome organization, compartmentalization and regulatory chromatin loops occur during 
neural differentiation. 
Illustration by Elisa Cavalli and Boyan Bonev © from Cell Volume 171, Issue 3, 19 October 2017

Main actions

◗ Organization of an annual bioinformatics school 
Aviesan - IFB (French Institute of Bioinformatics) 
“Introduction to the processing of genomics data 
obtained by high-throughput sequencing” at the 
Station Biologique de Roscoff, since 2012

◗ Organization with Inserm, the Alliance Maladies 
Rares, the AFM-Téléthon, Orphanet and the French 
Foundation for rare diseases, of the meetings 
“Researchers meet patients” dedicated to rare diseases, 
May 2014
◗ Support and funding of 30 meetings since 2014 in 
the field of genetics, genomics, epigenetics, or genetic 
determinism of human diseases
◗ Organization of the 6th International R&D Meeting 
on the theme of “From Rare Diseases to Personalized 
Medicine”, in cooperation with ARIIS (Alliance for 
Research and Innovation in Health Industries) with 
the aim to facilitate and stimulate interactions 
between academic research laboratories, networks of 
clinicians/biologists and industrial partners,
June 30th, 2015, Paris
◗ Conference “RNA as an adaptor guiding molecular 
processes: origin, diversity and mechanisms”, October 
2016, Paris
◗ Conference “Recent developments in Metagenomic 
Research”, October 2016, Paris
◗ Support to the reorganization of the IFB to meet the 
specific needs of institutions and organizations 
involved in biology and health research, in relation to 
the “Plan France Médecine Génomique 2025” in the 
field of medicine and health, in 2017
◗ Accompanying of the 3rd National Plan for Rare 
Diseases, whose objectives are to share innovation for 
diagnosis and treatment for everyone, in the 
continuity of both previous plans, in 2017
◗ Conference “Advances in the Epigenetics of 
Immunity and Infection”, March 2018, Paris.
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